Supplementary Figure 2.
A comparison based on GO complexes of our method and MCODE and MCL on the data set of Krogan et al. [3] .
Supplementary Figure 3
A comparison of protein complex identification algorithms on the data of Gavin et al. [2] . For each method shown is the Accuracy measure (as defined in [1] ) of the output solution as a function of the intersection size threshold. The evaluation is based on a comparison to known protein complexes from the MIPS database.
Supplementary Figure 4
A comparison of protein complex identification approaches on the data of Gavin et al. [2] . For each method shown is the Accuracy measure (as defined in [1] ) of the output solution as a function of the intersection size threshold. The evaluation is based on a comparison to known protein complexes from the GO database. 
